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pBM22 sequence landmarks
Lathal gene2 :16-849(C})

Lethal Em7 promoter :850-816(C}

gene2 PBM22F priming site: 409-428
Amp PBM22R priming site: 561-578
pBM22 PBM22F] | cioning site:495
(31 73bp) ColE origin of replication: 1330-1973
* Ampicillin resistance ORF: 2121-2981 (C)
PBM22R$ (C):complementary sequence
EM7
promoter,
Ori

% cloning site

PBM22F
ACTCAGAGAGCATGAAGTTCGCGATTTCAGAAATGTTTTTATGGCTGCGTTCAATAGCGT TGCCTGOGGCCATCAGATCCTGGTCGCCACGC
cloning site
TIAOCAAOCAGCAGAOOGTTACGGATGTIGATGA']*_HATCTTT ACCTTGGTGTTTCGCTTCCGCAACCAGAACAACACGCCACTCGCCGTA
PBM22R
GTCGTCTTTAACTTCAACGATACCGCCGTCOGGTTTAATAGAAGAATTAGATACGAACAGGGTACCACCCAGGTCTGGGTCGATCTTTTTCA
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